. The studies with the lymphoid cell lines and animal models have shown that increased expressions of MMP2 and MMP9 have been correlated with greater invasive and metastatic potential (5) . In concordance with this increased MMP-9 expression was related to adverse prognosis in patients with chronic lymphocytic leukemia, T-ALL, AML (5, 6) . MMP-2 expression in adult ALL was associated with the expression levels have been found higher in extramedullary infiltration in myelodysplastic syndrome than controls (4) . No significance between lymphoid malignancy formation and the genotype distributions of MMP-9 (-1562 C>T) (P>0.05) and MMP-2 (-1306 C>T) was found. The high T allele frequency of the MMP-9 (-1562 C>T) determined in our study can be associated with increased gene expression due to the high promoter activity of T allele (3) in the HL group and, this proposition has been supported by increased MMP-9 expression in HL (7) but we could not confirm this proposition with our statistical results. However, we did not follow the prognosis of the patients and didn't get any data about the SNPs and progression relation.
In conclusion, we revealed any statistical relation between the MMP2, MMP-9 SNPs and our lymphoid malignancy group. Future research will be done about the same matter with higher number of patients or about the possible relation between the hematological malignancy prognosis and the MMPs SNPs would be a contribution to the literature.
